ABSTRACT Pseudomonas stutzeri CM14, Pseudomonas fluorescens BL, and Pantoea agglomerans BL3 were isolated from Humulus lupulus cones. Here, we present the draft genome sequences of three bacteria that have been associated with hop plants.
genome sequence against the genomes of the type strains and proxytype strains that are already in GenBank (7) . The assembled bacterial genomes were annotated via the NCBI Prokaryotic Genome Annotation Pipeline (PGAP) (8) . Pantoea agglomerans BL3 has been found in the rhizosphere and as an endophyte in plant tissues and is generally considered to be beneficial to plant growth; however, P. agglomerans has caused occupational disease in people working with hops (9, 10). Both Pseudomonas fluorescens and Pseudomonas stutzeri are known plant-colonizing bacteria (11, 12) . This is the first report to identify and sequence these bacteria isolated from Humulus lupulus cones.
Data availability. This whole-genome shotgun project was deposited at DDBJ/ ENA/GenBank under the accession numbers GCA_004793995, GCA_004793985, and GCA_004794015. Raw sequencing reads are available in the NCBI Sequence Read Archive under the accession numbers SRR8872446, SRR8872447, and SRR8872448 for P. stutzeri, P. agglomerans, and P. fluorescens, respectively. 
